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[ Abstract] Objective To explore the correlation between polymorphisms of rs1570360 and rs3025039 loci of
vascular endothelial growth factor (VEGF) gene and coronary multi—vessel disease in patients with coronary heart disease.
Methods A total of 286 patients with coronary heart disease admitted to the Qingdao Municipal Hospital from January 2016
to January 2018 were selected as the research objects. The patients were divided into single—vessel lesion group (153 cases)
and multi—vessel lesion group (133 cases) based on the number of coronary artery lesions. The clinical data of the patients were
collected, and the polymorphisms of rs1570360 and rs3025039 loci of VEGF gene were detected. Multivariate Logistic regression
analysis was used to explore the influencing factors of coronary multi-vessel disease in patients with coronary heart disease.
Results The proportion of male, proportion of patients with smoking history, proportion of patients with hypertension history,
proportion of patients with diabetes history, proportion of patients with hyperlipidemia history, proportion of patients with family of
coronary heart disease, low density lipoprotein cholesteroll (LDL-C) , alanine aminotransferase (ALT) in the multi-vessel disease
group were higher than those in the single—vessel disease group, age in the multi—vessel disease group was older than that in the
single—vessel disease group, and BMI in the multi-vessel disease group was lower than that in the single—vessel disease group (P <
0.05) . There were significant differences in the allele frequency of rs1570360 loci between the two groups (P < 0.05) . Multivariate
Logistic regression analysis showed that age, BMI, smoking history, diabetes history and LDL—-C were the independent influencing
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factors of coronary multi-vessel disease in patients with coronary heart disease (P < 0.05) . Conclusion This paper doesn't find

that polymorphisms of rs1570360 and rs3025039 loci of VEGF gene are the influencing factors of coronary multi-vessel disease in

patients with coronary heart disease. Increased age, smoking history, diabetes history and increased LDL—C are the risk factors of

coronary multi—vessel disease in patients with coronary heart disease, increased BMI is a protective factor of coronary multi-vessel

disease in patients with coronary heart disease.

[ Key words ]

SeE O SRR BN K & A AR RE AL FS H AR T BB
o | LA i e A ol A 2, 1T O UL BRI o ke 4 B IR B
TS EA IR o BT, BEE 4 E I P
Ko, b0 B 2O R AT AT B S R E L R
Rt , ARG TR B AR s ko A= FR B P o L AR
e RO AR L, SEWUSAR P,
GRSk Z O A B TR 22, XTI R H R
T T T 7 S AR A LASE 4T R
WGT WA EEE D AR RN, A R
Sl KA SZAE IR TR 1) 76k 0o s KB B 1) I P9 R AR TR
(vascular endothelial growth factor, VEGF ) kK
R AR BT, HVEGFR BT A& e
AR B ke 7 1 S AR 2l Ik S A B R 4 1) 2k <7 0 A
1 BABIES:, O RS R R kA A
¥AY7 (percutaneous coronary intervention, PCI) FfVEGF
LR B R TPCUR, HPCUS Z NS &4 K
5 S VEGFRIAKCERIERSE 7 . 54k, MiEVEGF#
B TRIR B R AL R S IE ARG 1L HRTE A
VEGFMAE 2D ReX O A B A Ry E/, #7VEGE
FER R AERAS, AT REURIEIERE, g, (B4
e E— 2 A A D) A E AL S VEGFIE R 22 1
AR MR A M PR 28, AT Shy oA ok ST B ey AR £
A B AT PR MRS . REAERFSEERD], VEGFAE
Hrs1570360 . rs30250391v 5 224515 501 N sl ik e 75 A2
FESIIA X, Hrs1570360F1rs3025039 14 B4 R A CC Rk
PSR B RO I I A BRG I SR N R . ARBESE R
ERITVEGFH: Hrs1570360 . rs302503917 15 2 214 5 i
O BB IR IR SR ARG R, BIGE LT,
1 X¥H5FH%
1.1 W55

PEH20164F1 H —20184F 1 H 7 & i it o7 B2 B i i
TR B 286 TS X S . ARRIE: (1) 5
(Rt G2 ST e ) - T R S
bR (2) Rk Bon e E T ZribEsZ. A
BRIk . 2 i S T B — S N B A =50%,
[l HERR O UBE . R Sh Bk 2E s 12 L HEBRAR
e (1) AR (2) MRS ERE
MEARER s (3) AT Al 50 A H A s ik ok R Al £k
PR E ;. (4) GIFEIREAR S . gL . BEMIE

Coronary disease; Vascular endothelial growth factor; Gene polymorphism

Hio (5) R ARYEER S ks AR SRk B
G RESORAR AL (1536 ) A AR (13361]) o A
F 5 3 7 I T T 7 Be B AR 328 1 st (202311
1615 ) .
1.2 ImIRBERH AR

WA BB E IR RS RE, AR . RS . BMI,
L N T SN = 1| 2 S N 9718 N =18 [ 11| 1
sDARE L R R S AR I 55 IR
M4 ( fasting blood glucose, FBG) . EAHEEE (total
cholesterol, TC) . =t Huh (triglyceride, TG) . fi%
AR HHE R (low density lipoprotein cholesterol,
LDL-C) . =% E IR A HEEE (high density lipoprotein
cholesterol, HDL-C ) . NWE R ZLEXE (alanine
aminotransferase, ALT) . #J8&EHB (apolipoprotein
B, ApoB) KRMZy4 (FIw]VLAk, SAnkAs . Bl ] T
AREXA SMEAR TR . HPRERZSZS9) ) 1.
1.3 VEGFIE A

BOE AR ARG ~ 12 h, W RS E K m
5 mlITHEEE T, A3 500 v/minZS 010 min ( .02
710 em) , HEMEEE T —80 CH KM TR
REil . HL200 w L 4npE, #MEDNAFREGAF & (db
AR AEYE ARG R A ) L AT 3
HDNASRI, FHATEIN e s, S
HEATPCRY M. Bl Il: rs1570360 FES| 9 -
5-GGCCCTGTCCGCACGTAACC-3", T :
5-CGGGGACAGGCGAGCCTAAGC-3"; 153025039 |1
514. 5~AAGGAAGAGGAGACTCTGCGCAGAGC-3",
W51 . 5-TAAATGTATGTATGTGGGTGGGTGTGT
CTACAGG-3", PCRY &M 94 CHIAYE, 5 min;
94 °C 40s. 58 C 40s. 72 C 90's, 35MEH, 72 CHE
K10 min, PCRY LW, B0 p =1 1B AR EEL
HLbk, FEFESAMT AR G Zh R
14 Stk

R HISPSS 24.0G8 T 2# 5 A TR A B . T EOTE
BT B R L) H R xR T R AT
BIESSALL (xxs) Fav, PR AR Rk
%5 R Z I Logistic BH M B 09 38 ek
Bk L SRR R . IP<0.05 2546 4012
=Y



SEFC I IS 2475 20244F2 1 45324452 #EMIRIHE . hup/www.syxnf.net .45

2 #HR
2.1 AR OB LB
PIHA IR e . AR E R E S 1

JE. &F3KIE. FBG. TC. TG. HDL-C. ApoBJZJIkJH ki
2 NN = I T UMY N S = SN T AR
P& SR, ZRIgiEE L (P>0.05) 5 £
SRR B AT LG L AR S A b A e IR s A
Fo. AR L AR e s S . A
WRERE E L, LDL-C, ALTHE TR AR 4H, 4R IR
RTHSCRAEN, BMUK TSR EN, ZRAG5H¥
B (P<0.05) , WEl,

R AIRIRTORHEEL
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Table 4 Multivariate Logistic regression analysis of influencing factors of

coronary multi—vessel disease in patients with coronary heart disease
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